INTRODUCTION
Bull seminal plasma contains a highly basic protein of 47 amino acids of known sequence (Theil and Scheit, 1983; Lewis et al., 1985; Sitaram et al., 1986) . This protein, originally discovered by Reddy and Bhargava (1979) and named seminalplasmin (SAP), possesses a number of interesting biological properties, including antimicrobial activity (Reddy and Bhargava, 1979; Scheit et ai, 1986) , calmodulin-antagonist function (Comte et al., 1986) , inhibition of uptake of Ca2+ ions by epididymal bovine spermatozoa (Rufo et al., 1982) , and inhibition of lymphocyte proliferation (Derwenkus et al., 1989) .
Although SAP could be purified from the secretion of bull seminal vesicles (Scheit, 1986) , an attempt to demonstrate the biosynthesis of SAP in this gland by immunohistochemical methods failed (Aumüller and Scheit, 1987) . The reason for this failure might have been the use of an anti-SAP antiserum of low titer and specificity. Only recently, employing monospecific anti-SAP-IgGs , evidence for the biosynthesis of SAP in bovine seminal vesicles was obtained by immunohistochemistry and cell-free translation of poly(A)*RNA (Wempe et al., 1990 ). Here we report the sequence of a cDNA clone, de- rived from bull seminal vesicle tissue, that encodes the precursor of SAP.
MATERIALS AND METHODS
Seminal vesicles from slaughtered bulls and a male calf (2 weeks old) were collected immediately after killing. The secretion was squeezed out from the glands and the tissue was washed in ice-cold water, rapidly frozen, and stored in liquid nitrogen. Total RNA and poly(A)+RNA (Kemme et al., 1986; Kemme and Scheit, 1988) were prepared as described. cDNA synthesis followed the protocol of Gubler and Hoffman (1983) using a commercial cDNA synthesis kit (BRL). The procedure of Villa-Komaroff et al. (1978) was used for the construction of recombinant pBR322. Transformation of Escherichia coli RR1 was performed as published (Hanahan, 1983) . The yield of transformation was 1.6 x 106 transformants/^poly(A)*RNA. Recombinants (6 x 104) were screened on replica nitrocellulose filters (Millipore HATF) with a 32P-labeled hybridization probe (sp. act., 2 x 10s cpm/ fig DNA) . Prehybridization and hybridization were performed according to Hanahan and Meselson (1983) (Southern, 1975 (Kozak, 1984a (Kozak, ,b, 1987 Liitke et al., 1987 (Fig. 4) . As a control, both RNA prepa -rations were hybridized with a DNA fragment comprising the coding region for the human elongation factor 2 (Rapp et al., 1989) . Both RNA species reacted positively, indicating the presence of bovine elongation factor 2 mRNA (-3,500 bp) (Fig. 4) (Kozak, 1984a (Kozak, ,b, 1987 Liitkeera/., 1987) . According to Kozak (1984b) Austen (1979) . However the latter SAP precursor possesses a MT of 7,832 daltons, which does not agree with the size of the precursor (Mr -10 kD) as determined by cellfree translation (Wempe et al., 1990) . However, SAP itself displayed an unusually high apparent Mr value of -8 kD by NaDodS04 polyacrylamide gel electrophoresis compared to the true MT of 5,470 daltons.
The amino acid immediately proceeding the mature SAP peptide is a proline residue. This situation is rather uncommon for the linkage between signal peptides and the mature secreted proteins. However, a similar situation is encountered in the case of the precursor for elastin (Raju and Anwar, 1987 
